Population genetic data of 15 STR loci in Gansu Han population from China.
The genetic polymorphisms of 15 autosomal short tandem repeat (STR) loci included in the AmpFISTR Sinofiler™ kit were evaluated in 547 healthy unrelated Han individuals from Gansu, China. All of the loci reached the Hardy-Weinberg equilibrium after the Bonferroni correction (p > 0.0033). These loci were examined to determine allele frequencies and forensic statistical parameters. The combined discrimination power and probability of excluding paternity of the 15 STR loci were 0.999999 and 0.995097, respectively. Results suggested that the 15 STR loci are highly polymorphic, which is suitable for forensic personal identification and paternity testing.